RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnolog)' Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Application Serial Number: 
Source: 

Date Processed by STIC: 




THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308^212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patin21help@uspto.gOV or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3help@uspto.gOv or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3,1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www.uspto.gov/web/office$/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 20231 zip code address for the 

United States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses: 

1. EFS-Bio (<http://wvm>uspto.gov/ebc/efs/downloads/documents,htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Postal Service: U.S. Patent and Trademark Office. Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7*** Floor, Examiner Name. 
Sequence Information. Crystal Mall One, 1911 South Clark Street, Arlington, VA 22202 
Or 

U.S. Patent and Trademark Office, Box Sequence, Customer Window. Lobby, Room 1B03, Crystal Plaza Two, 
201 1 South Clark Place. Arlington, VA 22202 

4. Federal Express, United Parcel'Service, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequehce, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place. Arlington, VA 22202 

Revised 01/29/2002 



Raw Sequence Lb tin { Error Summmry 



ERROR PETECrgP SUCCESTEP CORRECTION SERIAL ^anvtBER: 

ATTN: NEW RULES CASES: PLEASE DISREGARD ENCUSH -ALPHA- HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 



I. 

2_ 
3 



_Wnippcd Nudeic* The numbwAext tl the end of each lino "wrapped" down to the next line. Ihk may occur if your file 
Wrapped Aminos wm retrieved in a word processor afUr creating it Please adjust your right margin to J; this will 
prevent "wrapping." 

^Invalid Line Length *n>e niles require that a line not exceed 72 characters in length. This includes white spaces. 



^Misaligned Amino 
Numbering 

Non- ASCII 



_ Variable Length 



_PatentIn 2.0 
"bug" 



_Skippcd Sequences 
(OLD RULES) 




10 



11 



_Skipped Sequences 
(NEW RULES) 



Use of n*s or Xaa*s 

(NEW RULES) 



_lnvalid<213> 
Response 

Use of <220> 



12 



Patentin 2.0 



The numbering under each 3^ amino add is misaligned Do not use tab codes between numberr, 
use space character!, instead. 

The submitted file was not saved in ASCn(DOS) text, as required by the Sequence Rules. Please 
ensure your subsequent submission b saved In ASCII test 

Sequence(s) ^contain n's or Xaa's representing more than one residue. Per Sequence Rules, 

each n or Xaa can only rtprescnt a single residue. Please present the maxbnum number of each 
residue having variable length and indicate in the <220>-<223> sectiopihat some may be missing. 

A "bug- in Patentin version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequences(s) . Normally, Patentin would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the rele^^nt <220>-<223> section to 
the subsequent amino add sequence. Thb applies to the mandatory <220>-<223> sections for 
Artificial or Unknown sequencesL* 

Sequencc<s) missing. If intentional, please insert the following lines for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCRlPnON:SEQ ID NO:X: (insert SEQ ID NO where **X" is shown) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to Include the skipped sequences. 



Sequence(s) _ 



missing. If Intentional, please insert the following lines for each skipped sequence. 



<2I0> sequence id number 
<400> sequence id number 
000 

Use of n*s and/or Xaa's have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's are present 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 

Per 1.823 of Sequence iftlcs; the only vaBd <213> responses are: Unknown, Artifidal Sequence, or 
sdentific name (Oenus/spcdes). <220>-<223> section is required when <213> response is Unknown or 
is Artificial Sequence - »f 



Sequence(s) ^ 



missing the <220> "Feature" and associated numeric identifiera and responses. 



Use of <220> to <223> is MANDATORY if <213> "Organism" response is "Artifidal Sequence" or 
"Unknown." Please explain source of genetic material in <220> to <223> scctioa 
(See "Federal Register." 0d/01/l998,VoL 63, Na 104, pp. 29631-32) (Sec. 1.823 of Sequence Rules) 

Please do not use "Copy to Disk" function of Patentin version 2.0. This causes a corrupted file, 
resulting in missing mandatory muneric identifiera and responses (as indicated oaraw sequence 
• listing). Instead, please use "File Manage*^ or any other manual means to'oopy file to floppy disk. 



13 Misuse of n n can only be used to r^esent a single nodeottdc in a nucleic acid sequence. N is not used to represent 

any vahie not tpedftcally a nudeotidcL 

AMC/MH - Biotechnology Systems Branch - 08/21/2001 




OIPE 



RAW SEQUENCE LISTING DATE: 02/05/2002 

PATENT APPLICATION: US/09/964,059 TIME: 16:24:59 

Input Set : N: \EBONY' S\ES . txt DOOS NOt Compiy 

output set: N:\cRF3\02052002\i964059.raw corTBCted Diskette Needed 

1 <110> APPLICANT: Frudakis, Tony 

3 <120> TITLE OF INVENTION: Efficient Methods and Apparatus for High-Throughput 
Processing 

4 of Gene Sequence Data / 
6 <130> FILE REFERENCE: 0201-0001 . ( 

8 <140> CURRENT APPLICATION NUMBER: US 09/964,059 1^ ^ 

10 <141> CURRENT FILING DATE: 2001*09-26 

12 <150> PRIOR* APPLICATION NUMBER: US 60/274,686 

13 <151> PRIOR FILING DATE: 2000-03-08 
15 <160> NUMBER OF SEQ ID NOS : 239 




ERRORED SEQUENCES 

" l>l>(oO 



181 <210> SEQ ID N0;_17 o^/ /n f /) 2^] 

182 <211> LENGTH : (3260y ^-^^ \ j ' / 

183 <212> TYPE: DNA 

184 <213> ORGANISM: Homo Sapiens 

186 <400> SEQUENCE: 17 

187 agttaatgca cacagtttgg ctagttttgg cttcaaaatt aattaaactg tatcaatgta 60 

188 ttttgaagtg ttaagtcatc tgtatgcttt agctccttct atagatgagg caaatataca 120 

189 aacagattaa actgactttt acagaataat tattctttta ccttgtttac atggaaagga 180 

190 atcctccatt ttaggatgca cataaaatgc cagcctatgt tgatgacatt gccttaacac 240 

191 ttttttttta agtaatttta cagggtagtt aacctgtaaa agaaacagtg gataaacttg 300 

192 aaaatgctaa tagcaaaaaa cacttcagcc atggcacata caaccagaag ccaatgatat 360 

193 ccttcaacta tagaaattag cggtgttttc tgtttattcc tgaagcagga ttccatattc 420 

194 aagccagaaa ttgtcattca acagaaaaaa tcaggtcaaa acaatcaatc acataatgta 480 

195 gcaagacaaa agtatgtgct tatgtgaaga aaaacaaaaa caacaaataa ccgaactttt 540 

196 attttcttga atataatatt gatggcaaga ttgctaagag gtcatccctg tatttagttt 600 

197 agataaaggc ttccagcata gaacactgtt aagaagtaac tgtcaggagc tatgcagaag 660 

198 tgatgagagg caaataatat aaaaactaga aaagcaggtt ttaattttct atagacttta 720 

199 ttacacatta ttatgttacg agacaaatgc agataattct taatttatca aatttgtgag 780 

200 cttaattaac aaaaatattt gaccctcacc agaaaaacag ataactctaa atctactctg 840 

201 aaaatctaat caattgcgaa gtattaccta tttggagact atgtattata tcaaagataa 900 

202 agctactatt ctcacagaac atatggggtc attggcagcc aaccaataat gaagtaaata 960 

203 ttctaatatt tgggaaaata ctgagaaaac taataaattg tcctggatat tatttattct 1020 

204 tgcctttaca aaagacttac acatccaaat gagattagtt tagaatagag gtttttagtt 1080 

205 cagaaaatgt tcaaagtcca atacagtcat ggctaatcag agactagaga acctttataa 1140 

206 aggtaagtag gcttgaaaac ccttggaaac tgagcagtct tattttgaac tagcatgttt 1200 

207 taatcaaagg tatggaatta atcaaatatc aattaagaat tactggaatg cacactcatg 1260 

208 ccaaatgaca actaacatgt tatttcctac tatgatgact ctttgatttg agtcagatgg 1320 

209 cataaaaaaa tattgctagc tatacaataa attttactct tctgcttctg ctctctaaag 1380 

210 aaaaatctta ttttttcaca taagaagctc atggaatcga atgttaatta aagaaaag^t 1440 

211 agggtaagta caactggggg aaagacagta cctctaatta cataggaaat ccatgaaaga 1500 



file://C:\Crf3\Outhold\VsrI964059,htm 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/964,059 



DATE: 02/05/2002 
TIME: 16:24:59 



Input Set : N:\EBONY' S\ES.t:xt 

Output Set: N:\CRF3\02052002\I964059.raw 



E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 
E- 



E--> 



212 

213 

214 

215 

216 

217 

218 

219 

220 

221 

222 

223 

224 

225 

226 

227 

228 

229 

230 

231 

232 

233 

234 

235 

236 

237 

238 

239 

240 

241 

242 

341 

342 

343 

344 

346^ 

347 

348 

349 

350 

351 

352 

353 

572 

573 

574 

575 

577 

578 



attaatcatc ataagagaag 
tcatgagcct cggccacctt 
ccaatttcca ttccagcttg 
gaaaaacaaa tttctttttg 
acttcagaat ctaagtgtta 
cttgtccaga actatagaaa 
gagacagtgt tagtgtacaa 
tatctcaaaa ggtatgctta 
gtgactaatc cttaccaact 
ttcagcttgc ctgagtaggc 
tcttttccta ccttggttga 
atggtgtctc gtgggtttat 
cagcaattct acagttaaag 
gtggtaaaaa aaaaaaaaag 



aatcattttt ccagtagccc cactaccatg aatgatattt 
ctccaatgga tattgagaac.ctatcacagg tttcaaccag 
aagggctgct gcatattgct gaaattcctc ctaagaaaag 
tagtgaaccg tatgatttaa ttttcagaag cattaaaaac 
taccatgaag agtctcttac aaatgtgtga cttttgtcaa 
aagtagttat ctacagggta accataaatc ccatctgcct 
aatacctgtt gtcctgaaat tattactagt atcacatttc 
cctggatata aattatactg tcaccctagt tgtccttctg 
cccactagtc atataactaa gtttaacatc tattcaaact 
aaactgtacc aatgtttaag ttaccaaaat cagaagtact 
ggaaaagaga gtaactccaa ttatactcga ctcctttgcc 
ttcaatagta cctctgctgc caacaaccta acatgaaaaa 
attactgtaa aatagtgtta aattgtggta aaacattaaa 
aaaaggaata cttactatca ctcgtcctcc atgtgacaga 
agactcaagt ctttactaag atttacatta gctaacattt caataattat atcaattcct 
ttctcaccaa catacttcta tataataaaa gagaaatgta gagtaagata gcaagtgaaa 
aactgtaaaa tagctactat ctgtacaaga tattatagaa atatgtttca aatgatatat 
aaatgctaca tctttgagac taataatgca aaattttaaa taatctaatt. atataatcac 
gatgtaattc caaggtacca gccagaacat ctaaactgat aaaaatttgt actaaataca 
gaaataaagt ttgtctggaa ttttcaggtg ctagactcaa cttgagtata 
ctgaaaattt tctatctgta aaataaactt tcataaagaa acaataaatc 
aacccccagg gggctcccat ttttattaat aaacaaaaag caaaagaaga 
tgttcggttt tgcatgattt ttgttgtttt agtgcatttg gttttgttct 
tcatctgttt gatgcactaa ctcttttggg ctcttggatg ttggacgctg 
aaagctacac acatctacat tatattcatt ttattttaac acacacacac 
ctgtgcccgg gattgcacta ggtaccagga atacaaatac aaacataggg 
aaaactagtg agaaagatgg gaaatactac agtcatagct ataaagtaat 
acacattagc agaaataaat catagaatac agagaaaaaa ggttaaggtt 
tgattgcctg ccatggtcag ataaagttcc acagagacga tgaactgggc cctcagggat 
gaataggagt ttcccaagcc aaaagaaagg aaaatgagta aggggaagct agacctgagg 



1560 
1620 
1680 



(|700)/^OO 



ttgctgtagt 
aaatacttag 
aaaagcccca 
tatcattagc 
aaatggttta 
gctcttacaa 
aaatgaatcc 
agctcaaaac 
gggctaagta 



ctgagtcagt ctggaccaaa gaaacagaaa 

<21,0> SEQ ID NO: 20 
<211> LENGTH: 384 
<212> TYPE: DNA 
<213> ORGANISM: Homo Sapiens 
<400> SEQUENCE: 20 
acagacagag atagacagag 
agcttaaaga tagtccaaac 
acaaagtttt ataatctata 
aacaggggac tcatattata 
ttgtcctcct taattacatg 
taacaagcca tatgcaggaa 
attcctaa gya gaaaactgaa 
<210> SEQ ID NO: 36 
<211> 
<:212> 
<213> 
<400> 



agcaaagatg gaggggactg agaacacaag 



gcagagtcag 
gcaaagctgt 
cattttatga 
gagtcaagta 



ggagaggcag agaaagaaag agaacaagaa 
ctttaaaaaa tgcatactct attactggca 
accactaatc cttaatttat tcaagatcac 
aatatcatta ccaacatttt atttaacagt 



1760 
1820 
1880 
1940 
2000 
2060 
2120 
2180 
2240 
2300 
2360 
2420 
2480 
2540 
2600 
2660 
2720 
2780 
2840 
2900 
2960 
3020 
3080 
3140 
3200 
3260 



gagaatgata tagtgactcc ttcatgcctt tttttctcct 
agtttccatg ctgcgcaaac ataaaagaaa gttatatttc 
aagc 384 



60 
120 
180 
240 
300 
360 



LENGTH : Q037^ 
TYPE : DNA 
ORGANISM: Homo Sapiens 
SEQUENCE: 36 



attctaactg cagagctcta acttttccct ctaagctcct gagaggcaga ttggcagcta 60 
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RAW SEQUENCE LISTING DATE: 02/05/2002 

PATENT APPLICATION: US/09/964,059 TIME: 16:24:59 

Input Set : N:\EBONy 'S\ES.txt 

Output Set: N:\CRF3\02052002\I964059.raw 



579 gtttctcgaa gaggtttctg acagccctgc attgggtgat ttcattgaag ggcttatttt 120 q 
E--> 580 aagttctgag tcctcctccc ccattccccc acattagcat tttcagccat gggttgtggt Q4_o) f o ^ 
E--> 581 gttaaggaca gggctgtata cgtgcactcc atggatgtca tcaaagtgca gcaggcaagc 3 60 | 
E--> 582 agcagaaggg agatagaagg actaagaatt cacagtgtgg ctttaccgtg ctgtctgggg 4 80 vly 
E--> 58 3 caacataggt aagctttaat gagccttagt ttccttatct aagggaatat ggaattaata 600 
E--> 584 tcaaccttaa agaactgttt aaaattctaa ataaatattt ttataacata tgctacttga 720 Wq^ , 

585 aggcaaaaac aaggccagtt tatcttagtc tacacccaat acaggtggaa aatctaacat 4 80 
E--> 586 atttttgaag gggtgctctg ttgagtttat taaccaagaa atgctaaact aatgacaaaa 960 if\C^ 
E--> 587 catcaccttc agaagaccaa aatcaaaagt tttactacat aaagaaaaaa agcacctttg 108 0 
E--> 588 actctattta taaatctgac ttttaaaaat gaccaaagga actataatgt gaaacccata 114 0 
E--> 58 9 aacccaagct tgtttcaaaa tacattaaaa aaaatactta ctcctccact tgccccatga 1200 
E--> 590 accagaacac tctctccagc tttcacacag gcactgcaaa ggaaagcata agttacatca 1260 
E--> 591 ccttattttt tgaagctaat taatctcggg tgttttcatc atcttaagga atttctaccc 1320 
E--> 592 ctagtctggc taacacttac acaaacagca aatgcaacct gacatacagc cccaaatatt 1380 
E--> 593 ccctaagctc cacagaataa acaaagcctt caattcattt attccttgaa caaatattta 1440 
E--> 594 ttgggagtct ttatgttcca ggcactatgc tgctggacac tgggatgact atgtggtgct 1500 
E--> 595 acttctgagt ggctacagtc cttgtgggtt gtgaagtaaa attgctgagc ctggaggatc 1560 
Er-> 596 tggaatctct cattcccata tatcccccac agaaagggcc tcaaagcagg tttattatat 1620 
E--> 597 agctcagtct ttattctgtg gtctagagta atgtccaagt aaacacagta gctatttttt 1680 
E--> 598 ttgcccaagg aaagaaagaa atttttcttc tccatgtctc tgaacatcag gttgcaccag 174 0 
E--> 599 ccttgtactc tttcagggag gaatgctgag ttagcaaagg tcagagagta ggaaatgcaa 1800 
E--> 600 taaattctat cacaaagatt cccatgtcat ccccctgaaa tgtccagatt ctctggtgaa 1860 
E--> 601 atggcatttt ctttttactt ccagttcaca tgactacttt tctagtatgt actgaaaaga 1920 
E--> 602 agggacatgc agcaaggcat gaggggatgc ctcactattc cagatggacg gtgccaatgt 1980 v!/ 
E--> 603 caaaagccag cagatgctgt gagatccaga tctgactctc aggaaggctc tcttact 2037 

816 <210> SEQ ID NO: 63 

817 <211> LENGTH: 1300 

818 <212> TYPE: DNA 

819 <213> ORGANISM: Homo Sapiens ^ A SJ^ 
821 <400> SEQUENCE: 63 ' /JJU^ 

E--> 822 ^^ ^attcagt accaaattta ctgt.ggaaac agccagtaga gaatacaaga aaatgttcaa 60 ^ ^Hj^ml 

823 acaggcaagt aaataagtgt cttgtacctt aatgataaat ggtagtagta tagccattta 120 v 

824 taatggcatt aatgattggt ttaatttaac ataatttata agctattgaa gtatggaaaa 180 

825 ttataagcat atatattagg ttattaggac tcataaattt atgttattta cttccagttt 240 

826 gtgagatgac ttgaattttt catgtttcct attctttact tccatagaca tggatggata 300 

827 atatgggaag agctggtgag atggaactca agcccttcaa tggagaagat tatacatgta 360 

828 tcacctttca gcctgatttg tctaagttta aaatgcaaag cctggacaaa gatattgttg 420 

829 cactaatggt cagaagagca tatgatattg ctggatccac caaagatgtc aaagtctttc 480 

830 ttaatggaaa taaactgcca tgagtatttt cctggatgtt aaggataata agggattttg 540 

831 taatcattgt caagtgcaaa attgaatttt ttcccctccc atatgttttt gtttgtttgt 600 

832 ttgtttgttt gtttgagaca gagtctcaca ctgttgcccg ggctggagtg cagtggcacg 660 

833 atctcggctc accgcaacct ccacctccca ggttcacgca attctcctgc ctcagcctcc 720 

834 caagtagctg ggattacagg tgcctgccac cacacctggc taattttttg tatttttagt 780 

835 agagacaggt ttcactatgt tggccaggct ggtctcgaac accagacctc atgatccacc 840 

836 cgtcttggcc tcccaaagtg ctgggattac aggcatgagc cactgcacct ggcccaacca 900 

837 tatgtatttt cttaccactt ctcacatatg ttcttgaaaa gagaatggta tgccacattt 960 

838 tttaatcagc tcattttaaa cttaccgaag gaatttcttt ctcaaagaaa cacctaaaat 1020 

839 aaatatttca tgtccttttt ttattttcct ttttctttct tttcttgata acctcgctgt 1080 

840 gtcacccagg ctggagtaca gtgatgcaat cacggctcac tacagcctgg acctcccagg 1140 
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RAW SEQUENCE LISTING DATE: 02/05/2002 

PATENT APPLICATION: US/09/964,059 TIME: 16:24:59 

Input Set : N:\EBONY' S\ES .txt 

Output Set: N:\CRF3\02052002\I964059.raw 

841 ctcaagcgat catcccacct cagcttctgg agtagctgga aatgcaggca gcaccaccat 1200 

842 gcccagctaa tttttttttt tctttttaat agaggtgggg atctcactat gttgcccagg 1260 

843 ctggtcttga actcctgggc tcaagtgatc cacccacctc 1300 

1581 <210> SEQ ID NO: 146 

1582 <211> LENGTH-: 41 

1583 <212> TYPE: DNA 

1584 <213> ORGANISM: Homo Sapiens 

1586 <400> SEQUENCE: 146 N J Q 

E--> 1587 agggggtaga ttttaaaaat Qcatgttaat gttatttact® 41 / /jXi^ 7 

1589 <210> SEQ ID NO: 147 

1590 <211> LENGTH: 41 

1591 <212> TYPE: DNA 

1592 <213> ORGANISM: Homo Sapiens 
1594 <400> SEQUENCE: 147 . 

E--> 1595 agggggtaga ttttaaaaat (n^atgttaat gttatttact (n) 41 

1597 <210> SEQ ID NO: 148 

1598 <211> LENGTH:- 41 

1599 <212> TYPE: DNA 

1600 <213> ORGANISM: Homo Sapiens 
1602 <400> SEQUENCE: 148 

E--> 1603 aggtgtaaga ttttaaaaat acatgttaat gttatttact(^ 41 

1605 <210> SEQ ID NO: 149 

1606 <211> LENGTH: 41 

1607 <212> TYPE: DNA 

1608 <213> ORGANISM: Homo Sapiens ^ 
1610 <400> SEQUENCE: 149 ^ 

E--> 1611 aggggt ^S^a tttcaaaaat acatgttaat gttatttact (n^ 11 ^ aJLm^I 

1613 <210> SEQ ID NO: 150 

1614 <211> LENGTH: 41 

1615 <212> TYPE: DNA 

1616 <213> ORGANISM: Homo Sapiens 
1618 <400> SEQUENCE: 150 

E--> 1619 aqqqqt qfiiffa ttttaaaaat acatgttaat qttatttact (n^ 41 ^ ^/yyi^ 

1621 <210> SEQ ID NO: 151 /A^^^ * 

1622 <211> LENGTH: 41 

1623 <212> TYPE: DNA 

1624 <213> ORGANISM: Homo Sapiens 

1626 <400> SEQUENCE: 151 • 
E--> 1627 aggggtaaga ttttaaaaat acatgttaat gttatttact (ai 41 ^ Y 

1629 <210> SEQ ID NO: 152 

1630 <211> LENGTH: 41 

1631 <212> TYPE: DNA 

1632 <213> ORGANISM: Homo Sapiens 

1634 <400> SEQUENCE: 152 ^ 
E--> 1635 aggggtaaga ttttaaaaat acatgttaat gttatttact (nj 41 ^ "ijy^^ 

1689 <210> SEQ ID NO: 158 / J ) 

1690 <211> LENGTH: 11 

1691 <212>.TYPE: DNA • 

1692 <213> ORGANISM: Homo Sapiens 
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RAW SEQUENCE LISTING DATE: 02/05/2002 

PATENT APPLICATION: US/09/964,059 TIME: 16:25:00 

Input Set : N:\EBONY' S\ES.txt 

Output Set: N:\CRF3\02052002\I964059.raw 



<400> SEQUENCE: i!)b 

c^tctgagtt a 11 njti^^ 

<^10> SEQ ID NO: 159 



1694 <400> SEQUENCE: 158 
E--> 1695 
1697 

1698 <211> LENGTH: 11 

1699 <212> TYPE: DNA 

1700 <213> ORGANISM: Homo Sapiens 
1702 <400> SEQUENCE: 159 



E--> 



1703 c j^tctgagtt a .jLi^ J 

1705 <210> SEO ID NO: 160 ^ 



1705 <210> SEQ ID NO: 160 

1706 <211> LENGTH: 11 

1707 <212> TYPE: DNA 

1708 <213> ORGANISM: Homo Sapiens 
1710 <400> SEQUENCE: 160 

E--> 1711 c Abttaaatt a 11 

1713 <210> SEQ ID NO: 161 

1714 <211> LENGTH: 11 

1715 <212> TYPE: DNA 

1716 <213> ORGANISM: Homo Sapiens 
1718 <400> SEQUENCE: 161 

E--> 1719 c ^ctgagtt a 11 

1721 <f210> SEQ ID NO: 162 

1722 <211> LENGTH: 11 

1723 <212> TYPE: DNA 

1724 <213> ORGANISM: Homo Sapiens 
1726 <400> SEQUENCE: 162 

E--> 1727 < ^ttgagtt a 11 

1729 <210> SEQ ID NO: 163 

1730 <211> LENGTH: 11 

1731 <212> TYPE: DNA 

1732 <213> ORGANISM: Homo Sapiens 
1734 <400> SEQUENCE: 163 



E--> 



1735 ( jgtctgagtt a -Luyr\^ 

1737 <210> SEQ ID NO: 164 . 7 ' 



SEQ 

1738 <211> LENGTH: 11 

1739 <212> TYPE: DNA 

1740 <213> ORGANISM: Homo Sapiens 
1742 <400> SEQUENCE: 164 

E--> 1743 c ^tctgagtt a 11 

- 1745 <210> SEQ ID NO: 165 

1746 <211> LENGTH: 11 

1747 <212> TYPE: DNA 

1748 <213> ORGANISM: Homo Sapiens 
1750 <400> SEQUENCE: 165 



E--> 1751 

1753 



( ^ctgaqtt a 11 f 

<^10> SEQ ID NO: 166 7 /^^^^^ 



1754 <211> LENGTH: 11 - 

1755 <212> TYPE: DNA 

1756 <213> ORGANISM: Homo Sapiens 
1758 <400> SEQUENCE: 166 
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E--> 



E--> 



E--> 



E- 
E- 
E- 



1759 
1761 
1762 
1763 
1764 
1766 
1767 
1769 
1770 
1771 
1772 
1774 
1775 
2332 
2333 
2334 
2335 
2337 
2338 
2339 
2340 
2341 



RAW SEQUENCE LISTING 
PATENT APPLICATION: US/09/964,059 

Input Set : N: \EBONY' S\ES . txt 

Output Set: N:\CRF3\02052002\I964059.raw 



DATE: 02/05/2002 
TIME: 16:25:00 



^tctgagtt a 



11 



<^10> SEQ ID NO: 167 

<211> LENGTH: 11 

<212> TYPE: DNA 

<213> ORGANISM: Homo Sapiens 

<400> SEQUENCE: 167 

c mt.ctgagtt a 11 

<210> SEQ ID NO: 168 

<211> LENGTH: 11 

<212> TYPE: DNA 

<213> ORGANISM: Homo Sapiens 

<400> SEQUENCE: 168 , 

< ±rftttgagtt a 11 

<210> SEQ ID NO: 238 
<211> LENGTH :(^2|0)^£) 



^^jU^ 1) -p^g n^gg of errors shown exist tSrsMglielii 

/ the Sequence Listing. Please check subsequem 



Sequc 

sequences for similar errors. 



<212> TYPE: DNA 
<213> ORGANISM: Homo Sapiens 
<400> SEQUENCE: 238 

ctcaggtccc acagcaacaa tatcattcaa actgcaatta aaacatacac acataatata 60 
taaggtgaag gtattgaaca ttacaggatt attaactggc attcctcact gtctattcct ^Bo) \2jO 
aaaatcaaga tgtgggatgg agccttcgt^ ctagctataa tggaacacaa ttaatatgaa /240^ | ^ 
attagtcctg ccgatacaat ^260)2-OO 
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CEDiomiDoaicn 

iQX!i[XDinmi(xiai[XDi(XDinmi(X] ico \ iixi$iix]%i(xi*5m+iDD/5moion75DD9i[X)> 

5[XJ?imBimC9DDMSIXINS(XI01!XI [iDD] 

l[lD_5[XldIDne3IX!h?miSIXtniDDoI!Xlq3(XlrilX!wim | iCTDf iDDtiDD+lDD^ 

IDIXJim- iDD-1DD«lCIDsl[Xlnl[XI¥lDD I im^ilXl ' 

imfiiml imis[[X!63Do65DO0i[X]Oiixiti[X!&^ y ^/ 

icn •□□ 
•□□ 

• □□□ • □□□ • □□□ • □□□ • □□□ * □□□ • □□□ ' □□ • □□% • □□& * □□) 
• □□/ • DDO • 004 • ms • □□< • □□> • mc • 

□□D-DDG-DDH-DDR-iXIS-DDT-DD^ •□□b- 
□□d-DDi'DDj •□□m-DDn-ms-DDt •□□vDDwDDI •□□} •□□ 
€ • ' DDt • □□< • □□(£•□□" - □□• • DDs • □□ > • DDz • • □□©•□□* • □□« • 

□□• •□□^ •□□»-DDA-a[]A-D[]A-DDA-DDfi- 

□□E • • • • noo • □□>< • 000 • • 

• DDa • DDa • □□§ • • DDn - DDo • DDo • 
□□6 • □□□ . □□□ , □□□ . □□□ . □□□ , □□□ , □□□ , □□□ . □□□ . □□□ □□$ □□+ , □□ . , 
□□/^□□4.m5,DD9.DD: 

' ,n[m,mc.DDH,DDI,DDL,DDM,n[]W,Dnx,nDY,DDe,DDg.mi,DDn,Dao,mr,ms,Dax,DDy 

.□□{ ,□□...,□□!,□□< .□□cE,nm,DD\m'" 

0 , , ma , DDa . : DD^ . . mft , □□o . DD^ , mu , DDu , □□□ ^ □□□ ^ □□□ ^ □□□ ^ □□□ ^ □□□ ^ □□ 
□ ^□□□^□D ^DD! ^□□fit^DD* ^DD) ^DD* ^□□/^□□0^Da3^DD4 ^□□9^DD: ^□□>^Da?^DaF^mH^DD 
M^nDN^mQ^DDR^DDX^m] ^m^^DDj ^□ni^DDn^ans^nnt^nDw^DDx^DD} ^□□-^□□e^DDD^DD 

nim¥^m"^D[]©^DD^im' ^□□p^n[]A^nDAiDDA^aDe^DDe^ml^DDi^DDO^Dno^DDxiDn0^aa 
* ^ ^ ma ^ ^ mg ^ me ^ mi ^ mi ^ ma ^ ma ^ ma ^ ma ^ my ^ mo^m 
°m 

°mD°ma°mD°mD°m! °m"°m%°m&°m+°m, "^m. °m/°m4**m5°m8°m9°m>°m? 
°mc°mD^mK°mM°mR°ms°mv*^mw°ma°mb°mc^mo°mq°ms*'mx^my°mi °m} 
^□D, °mf °m,..°mt'*m< *^DaE°mn*'mn°m-°m-*'ms^m>°m<:°ma°D[]©°m**=*m°aog)° 
m , ° m ^ ° m mjE° mfc ° m£ ^ mi ° me ° m6 ° m6 ° mu mO ° ddo ° m y ° ma ° ma ° nnae ° ° 
mi ° mi ° mn ^ mo ° ma ° ma ° mn»mD» 
mn»mD»ma»ma»mD»mD»mD»DD ! » 
m&»m ' »m*»m+»mo»mi»m3»m4» 
m9»m : »m=»m>»mc»mD»mH»mi» 
mp»mR»mw»mx»m [ »m\»mf »mg» 
mh»mt »mv»mx»m } »m-»ma»m , »m* »m ^ »mg»m 
< »ma»m '»m"»m»»ms»m >»mY»m »m§»aD©»nDcE)»nD~»m2»m3» 
□□^»DD^»mc»mE»ml»mi»m6»mo» 
m0»mO»mE>»mfi»m§»ma»mc»me» 
me>>mi>>mfi>>m6>>mo>>m-^>>mt)>>mi3inn[>c!ni3C!D . 

kaDH^nni^anMvonN^«Du^DVM:D\vcin ] ^dd ^ kaDa^^DMDmanmvciDy^D 

-i^D[]®vciD 3 kDD ' knn • voD , ka[:iAkDDAvc]DAkaDD^an6knn6HnnCNDD0knaY^ 

^□□□^□□IMnMDMDn^ * ^DD) ^^□+V5anov£]Dl^^D4^Dn5^^n : '^D; ^□□=^n>^DC^DD 
'^□G^DH^DDM^naN^nnRV£]DS^aDZ?^D\?^Da^nbkane^^^ 

^□□^□[MnD^m[MD[M]D[M]D MDD, . ^□0^D5^D6^a9^D : MDD?*«an@«nBM:DC 
^□H«DI^DLMJDM^DR^DS^DW5«mx^n_MDDa^Df^DgM2aj^DkMnDu^ 

^□1^0 , ^□W]D^^DA^[]A^Dt^nf*4DDlM3D0^O0^Dl>^Da^ 

^□a^Dn^Do^D^^Du^na^DD i □□□^ □□□i mo i □□ 
^□□□cma£.mDcmn^mnim#im$cm%£,miim3im5o 
m: ^,m; cm>cm?cmDimEcmGimHi 



VERIFICATION SUMMARY DATE: 02/05/2002 

PATENT APPLICATION: US/09/964,059 TIME: 16:25:01 

Input Set : N:\EBONY' S\ES .txt 

Output Set: N:\CRF3\02052002\I964059.raw 

L:216 M:254 E: No. of Bases conflict, LENGTH : Input : 1700 Counted : 1800 SEQ:17 
M:254 Repeated in SeqNo=17 

L:242 M:252 E: No. of Seq. d^iffers, <211>LENGTH : Input : 3260 Found: 3360 SEQ:17 
L:353 M:340 E: (46) "n" or "Xaa" used: Feature required, for SEQ ID#:20 
L:580 M:254 E: No. of Bases conflict, LENGTH : Input : 240 Counted: 180 SEQ: 36 
M:254 Repeated in SeqNo=36 

L:603 M:252 E: No. of Seq. differs, <211>LENGTH : Input : 2037 Found:1557 SEQ:36 
L:822 M:340 E: (46) "n" or "Xaa" used: Feature required, for SEQ ID#:63 



L 


1587 


M 


340 


E 


: (46) 


"n" 


or 


"Xaa" 


used 


: Feature 


required, 


for 


SEQ 


ID# 


:146 


L 


1595 


M 


340 


E 


: (46) 


"n" 


or 


"Xaa" 


used 


: Feature 


required, 


for 


SEQ 


ID# 


:147 


L 


1603 


M 


340 


E 


: (46) 


"n" 


or 


"Xaa" 


used 


: Feature 


required, 


for 


SEQ 


ID# 


:148 


L 


1611 


M 


340 


E 


: (46) 


"n" 


or 


"Xaa" 


used 


: Feature 


required, 


for 


SEQ 


ID# 


:149 


L 


1619 


M 


340 


E 


: (46) 


"n" 


or 


"Xaa" 


used 


: Feature 


required, 


for 


SEQ 


ID# 


:150 


L 


1627 


M 


340 




: (46) 


"n" 


or 


"Xaa" 


used 


: Feature 


required, 


for 


SEQ 


ID# 


:151 


L 


1635 


M 


340 


E 


: (46) 


"n" 


or 


"Xaa" 


used 


: Feature 


required, 


for 


SEQ 


ID# 


:152 


L 


1695 


M 


340 


E 


: (46) 


"n" 


or 


"Xaa" 


used 


: Feature 


required. 


for 


SEQ 


ID# 


:158 


L 


1703 


M 


340 


E 


: (46) 


"n" 


or 


"Xaa" 


used 


: Feature 


required. 


for 


SEQ 


ID# 


:159 


L 


1711 


M 


340 


E 


: (46) 


"n" 


or 


"Xaa" 


used 


: Feature 


required. 


for 


SEQ 


ID# 


:160 


L 


1719 


M 


340 


E 


: (46) 


"n" 


or 


"Xaa" 


used 


: Feature 


required. 


for 


SEQ 


ID# 


:161 


L 


1727 


M 


340 


E 


: (46) 


"n" 


or 


"Xaa" 


used 


: Feature 


required. 


for 


SEQ 


ID# 


:162 


L. 


1735 


M 


340 


E 


: (46) 


"n" 


or 


"Xaa" 


used 


: Feature 


required. 


for 


SEQ 


ID# 


:163 


L 


1743 


M 


340 


E 


: (46) 


"n" 


or 


"Xaa" 


used 


: Feature 


required. 


for 


-SEQ 


ID# 


:164 


L 


1751 


M 


340 


E 


: (46) 


"n" 


or 


"Xaa" 


used 


: Feature 


required. 


for 


SEQ 


ID# 


165 


L 


1759 


M 


340 


E 


: (46) 


"n" 


or 


"Xaa" 


used 


: Feature 


required, 


for 


SEQ 


ID# 


166 


L 


1767 


M 


340 


E 


(46) 


"n" 


or 


"Xaa" 


used 


: Feature 


required, 


for 


SEQ 


ID# 


167 


L 


1775 


M 


340 


E 


(46) 


"n" 


or 


"Xaa" 


used 


: Feature 


required. 


for 


SEQ 


ID# 


168 


L 


1783 


M 


340 


E 


(46) 


"n" 


or 


"Xaa" 


used 


: Feature 


required. 


for 


SEQ 


ID# 


169 


L 


1791 


M 


340 


E 


(46) 


"n" 


or 


"Xaa" 


used 


: Feature 


required. 


for 


SEQ 


ID# 


170 


L 


1799 


M 


340 


E 


(46) 


"n" 


or 


"Xaa" 


used 


Feature 


required. 


for 


SEQ 


ID# 


171 


L: 


1807 


M 


340 


E 


(46) 


"n" 


or 


"Xaa" 


used 


Feature 


required. 


for 


SEQ 


ID# 


172 


L: 


1815 


M 


340 


E 


(46) 


"n" 


or 


"Xaa" 


used 


Feature 


required. 


for 


SEQ 


ID# 


173 


L: 


1823 


M 


340 


E 


(46) 


"n" 


or 


"Xaa" 


used 


Feature 


required. 


for 


SEQ 


ID# 


174 


L: 


1831 


M: 


340 


E 


(46) 


"n" 


or 


"Xaa" 


used 


Feature 


required. 


for 


SEQ 


ID# 


175 


L: 


1847 


M: 


340 


E 


(46) 


"n" 


or 


"Xaa" 


used 


Feature 


required. 


for 


SEQ 


ID# 


177 


L: 


1855 


M: 


340 


E 


(46) 


"n" 


or 


"Xaa" 


used 


Feature 


required. 


for 


SEQ 


ID# 


178 


L: 


1863 


M: 


340 


E 


(46) 


"n" 


or 


"Xaa" 


used 


Feature 


required. 


for 


SEQ 


ID# 


179 


L: 


1871 


M: 


340 


E 


(46) 


"n" 


or 


"Xaa" 


used 


Feature 


required. 


for 


SEQ 


ID# 


180 


L: 


1879 


M: 


340 


E 


(46) 


. "n" 


or 


"Xaa" 


used 


Feature 


required, 


for 


SEQ 


ID# 


181 


L: 


1887 


M: 


340 


E 


(46) 


"n" 


or 


"Xaa" 


used 


Feature 


required. 


for 


SEQ 


ID# 


182 


L: 


1895 


M: 


340 


E 


(46) 


"n" 


or 


"Xaa" 


used 


Feature 


required. 


for 


SEQ 


ID#: 


183 


L: 


1903 


M: 


340 


E 


(46) 


"n" 


or 


"Xaa" 


used 


Feature 


required. 


for 


SEQ 


ID#: 


184 


L: 


1911 


M: 


340 


E 


(46) 


"n" 


or 


"Xaa" 


used 


Feature 


required. 


for 


SEQ 


ID# : 


185 


L: 


1919 


M: 


340 


E 


(46) 


"n" 


or 


"Xaa" 


used. 


Feature 


required, 


for 


SEQ 


ID#: 


186 


L: 


1927 


M: 


340 


E 


(46) 


"n" 


or 


"Xaa" 


used: 


Feature 


required. 


for 


SEQ 


ID# : 


187 


L: 


1935 


M: 


340 


E 


(46) 


"n" 


or 


"Xaa" 


used: 


Feature 


required. 


for 


SEQ 


ID# : 


188 


L: 


1943 


M: 


340 


E 


(46) 


"n" 


or 


"Xaa" 


used: 


Feature 


required. 


for 


SEQ 


ID#: 


189 


L: 


1951 


M: 


340 


E. 


(46) 


"n" 


or 


"Xaa" 


used: 


Feature 


required. 


for 


SEQ 


ID#: 


190 


L: 


1959 


M: 


340 


E: 


(46) 


"n"' 


or 


"Xaa" 


used: 


Feature 


required. 


for 


SEQ 


ID#: 


191 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/964,059 



DATE: 02/05/2002 
TIME: 16:25:01 



Input Set : N:\EBONY' SXES.txt 

Output Set: N:\CRF3\02052002\I964059.raw 



L:196 
L:197 
L:198 
L:199 
L:202 
L:203 
L:206 
L:207 
L:233 
M:254 
L:234 
L:235 
L:235 
L:235 



M:340 
M:340 
M:340 
M:340 
M:340 
M:340 
M:340 
M:340 
M:254 
Repeated 

1 M:252 E 

2 M:334 W 

3 M:336 W 
3 M:334 W 



(46) 


"n" 


or 


"Xaa" 


used : 


Feature 


required, 


for 


SEQ 


ID# 


192 


(46) 


"n" 


or 


"Xaa" 


used : 


Feature 


required, 


for 


SEQ 


ID# 


193 


(46) 


"n" 


or 


"Xaa" 


used : 


Feature 


required, 


for 


SEQ 


ID# 


194 


(46) 


"n" 


or 


"Xaa" 


used : 


Feature 


required, 


for 


SEQ 


ID# 


195 


(46) 


"n" 


or 


"Xaa" 


used : 


Feature 


required. 


for 


SEQ 


ID# 


199 


(46) 


"n" 


or 


"Xaa" 


used : 


Feature 


required, 


for 


SEQ 


ID# 


200 


(46) 


"n" 


or 


"Xaa" 


used : 


Feature 


required. 


for 


SEQ 


ID# 


204 


(46) 


"n" 


or 


"Xaa" 


used : 


Feature 


required. 


for 


SEQ 


ID# 


206 



No. of Bases conflict, LENGTH: Input : 180 Counted: 120 SEQ: 238 
in SeqNo=238 

No. of Seq. differs, <211>LENGTH: Input : 260 Found:200 SEQ:238 

(2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS : 5 

Invalid Amino Acid Number in Coding Region, SEQ ID: 239 

(2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS : 5 
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